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Abstract

We describe the goals and design decisions behind the SUNDIALS project, which is a set of libraries for FORTRAN and C/C++ programmers, who want to solve nonlinear and differential algebraic equations. [Note: this document is only partially written at the moment.]
 
11
Purpose of this document


12
Goals


12.1
Desired features


12.2
Industrial quality software


12.3
Cross platform


13
Design issues


13.1
Why we chose SUNDIALS


13.2
Shared libraries


13.3
Updates to SUNDIALS


14
Implementation


14.1
Build system structure


14.2
Installation


14.3
Regression tests


15
Using SUNDIALS


15.1
Documentation


15.2
Examples


15.3
Online Help


1Acknowledgments


1References



(
1 Purpose of this document

To describe the goals, implementation and use of the SimTK SUNDIALS libraries. 
2 Goals
The goals of the SUNDIALS project are to provide robust, high performance libraries for solving differential algebraic equations. 
2.1 Desired features
2.2 Industrial quality software
In current practice.  
2.3 Cross platform

3 Design issues 
Here we discuss our thoughts on some of the choices and dilemmas that are forced on anyone building a system like this, and the resulting design decisions we made

3.1 Why we chose SUNDIALS
We start by. 

3.2 Shared libraries

3.3 Updates to SUNDIALS

4 Implementation

4.1 Build system structure
4.2 Installation

4.3 Regression tests
5 Using SUNDIALS

5.1 Documentation

5.2 Examples

5.3 Online Help
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� Information on the National Centers for Biomedical Computing can be obtained from


� HYPERLINK "http://nihroadmap.nih.gov/bioinformatics" ��http://nihroadmap.nih.gov/bioinformatics�.  
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