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However, the attempts to 
rescue the contact by 

compensatory mutants 
failed… 



Structural	  Modeling	  with	  RNABuilder	  
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Structural	  Modeling	  with	  RNABuilder	  

•  Internal	  coordinates	  can	  eliminate	  many	  of	  
the	  fast	  degrees	  of	  freedom	  
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Blue-Model 
Green-Crystal structure 
RMSD: 4.6 Å 
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 RNABuilder provides strong support for a  
sstertiary contact that was refractory to 
ssexperimental validation 

 Suggests that Bangia intron has the same 
ssoverall architecture as close relatives and 
ssadds a new contact 

 Introduces further experimental tests of 
ssnew contacts and architecture 
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